SEQUENCE LISTING 


<110> Moore et al . 

<120> Tissue Plasminogen Activator-Like Protease 

<130> PF378P1 

<150> US 09/411,977 
<151> 1999-10-04 

<150> US 09/084,491 
<151> 1998-05-27 

<150> US 60/048,000 
<151> 1997-05-28 

<160> 31 

<170> Patentin Ver. 3.1 

<210> 1 

<211> 2329 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> sigjieptide 
<222> (124) . . (186) 

<220> 

<221> mat^peptide 
<222> (187) . . (912) 

<220> 

<221> CDS 

<222> (124) . . (915) 

<400> 1 

ttaccagaac agcataacaa gggcaggtct gactgcaagc tgggactggg aggcagagcc 60 

gccgccaagg gggcctcggt taaacactgg tcgttcaatc acctgcaaga cgaagaggca 120 

agg atg ctg ttg gcc tgg gta caa gca ttc etc gtc age aac atg etc 168 
Met Leu Leu Ala Trp Val Gin Ala Phe Leu Val Ser Asn Met Leu 
-20 -15 -10 

eta gca gaa gcc tat gga tct gga ggc tgt ttc tgg gac aac ggc cac 216 
Leu Ala Glu Ala Tyr Gly Ser Gly Gly Cys Phe Trp Asp Asn Gly His 
-5 -11 5 10 

ctg tac egg gag gac cag acc tec ccc gcg ccg ggc etc cgc tgc etc 264 
Leu Tyr Arg Glu Asp Gin Thr Ser Pro Ala Pro Gly Leu Arg Cys Leu 
15 20 25 


aac tgg ctg gac gcg cag age ggg ctg gcc teg gcc ccc gtg teg ggg 
Asn Trp Leu Asp Ala Gin Ser Gly Leu Ala Ser Ala Pro Val Ser Gly 
30 35 40 


312 


gcc ggc aat cac agt tac tgc cga aac ccg gac gag gac ccg cgc ggg 
Ala Gly Asn His Ser Tyr Cys Arg Asn Pro Asp Glu Asp Pro Arg Gly 
45 50 55 


360 


5#l 

IN 


ccc tgg tgc tac gtc agt ggc gag gcc ggc gtc cct gag aaa egg cct 408 
Pro Trp Cys Tyr Val Ser Gly Glu Ala Gly Val Pro Glu Lys Arg Pro 
60 65 70 

tgc gag gac ctg cgc tgt cca gag acc acc tec cag gcc ctg cca gcc 456 
Cys Glu Asp Leu Arg Cys Pro Glu Thr Thr Ser Gin Ala Leu Pro Ala 
75 80 85 90 

ttc acg aca gaa ate cag gaa gcg tct gaa ggg cca ggt gca gat gag 504 
Phe Thr Thr Glu He Gin Glu Ala Ser Glu Gly Pro Gly Ala Asp Glu 
95 100 105 

gtg cag gtg ttc get cct gcc aac gcc ctg ccc get egg agt gag gcg 552 
Val Gin Val Phe Ala Pro Ala Asn Ala Leu Pro Ala Arg Ser Glu Ala 
110 115 120 

gca get gtg cag cca gtg att ggg ate age cag egg gtg egg atg aac 600 
Ala Ala Val Gin Pro Val He Gly He Ser Gin Arg Val Arg Met Asn 
125 130 135 

tec aag gag aaa aag gac ctg gga act ctg ggc tac gtg ctg ggc att 648 
Ser Lys Glu Lys Lys Asp Leu Gly Thr Leu Gly Tyr Val Leu Gly He 
140 145 150 


ace atg atg gtg ate ate att gcc ate gga get ggc ate ate ttg ggc 696 
fy Thr Met Met Val He He He Ala He Gly Ala Gly He He Leu Gly 

155 160 165 170 

. 

fsi tac tec tac aag agg ggg aag gat ttg aaa gaa cag cat gat cag aaa 744 

Tyr Ser Tyr Lys Arg Gly Lys Asp Leu Lys Glu Gin His Asp Gin Lys 
175 180 185 

gta tgt gag agg gag atg cag cga ate act ctg ccc ttg tct gcc ttc 792 
Val Cys Glu Arg Glu Met Gin Arg He Thr Leu Pro Leu Ser Ala Phe 
190 195 200 

ace aac ccc ace tgt gag att gtg gat gag aag act gtc gtg gtc cac 840 
Thr Asn Pro Thr Cys Glu He Val Asp Glu Lys Thr Val Val Val His 
205 210 215 

acc age cag act cca gtt gac cct cag gag ggc age acc ccc ett atg 888 
Thr Ser Gin Thr Pro Val Asp Pro Gin Glu Gly Ser Thr Pro Leu Met 
220 225 230 

ggc cag gcc ggg act cct ggg gcc tga gcccccccag tgggcaggag 935 
Gly Gin Ala Gly Thr Pro Gly Ala 
235 240 

cecatgcaga cactggtgca ggacagccca cectcctaca gctaggagga actaccactt 995 

tgtgttctgg ttaaaacect accactcccc cgcttttttg gcgaatccta gtaagagtga 1055 

cagaagcagg tggccctgtg ggctgagggt aaggetgggt agggtectaa cagtgctcet 1115 

tgtccatccc ttggagcaga ttttgtctgt ggatggagac agtggcagct cccacagtga 1175 


2 


tgctgctgct 

aagggctfccc 

aaacattgcc 

tgcacccctg 

gaactgaacc 

agggatagac 

1 O c 


cccaggctcc 

tctgtgcttt 

actaagatgg 

ctcagtctcc 

actgtgggct 

1 O Q C 

tgagtggcat 

acactgttat 

tcatggttaa ggtaaagcag gtcaagggat 

ggcatfcgaaa 

1 o c c 

1 J5o 

a. a.a. t a. t a 1 1 1 

agtcu cuaaa 

atatttggga 

tggaactccc 

tactgacctc 

tgacaactgg 

1 A n a 

aaacgagttt 

gtactgaagt 

cagaactttg 

ggttgggaat 

gagatctagg 

ttgtggctgc 

1 /I T c 

JL4: / r> 

t ggt a t get t 

cagcttgctg 

gcaatgatgt 

gccttgacaa 

ccgtgggcca 

ggcctgggcc 

1535 

cagggactct 

tcctgtttca 

taaggaaagg 

aagaattgca 

ctgagcattc 

cacttaggaa 

1595 

gaggatagag 

aaggatctgc 

tccgcctttg 

gccacaggag 

cagaggcaga 

cctgggatgc 

1 ^ tr c 

cccagtttct 

cttcagggat 

ggatagtgac 

ctgtcttcat 

tttgcacagg 

taagagagta 

1715 

gttagctaac 

ctatgggaat 

tatactgtgg 

ggccttgtga 

gctgcttcta 

agaggctaac 

1775 

ctggaaacta 

agctcagagg 

caaggtaata 

aagcacttca 

gggcttgctc 

cccaagtggg 

1 o o c 

cctgatttag 

caggtggtct 

gcgggcgtcc 

aggtcagcac 

cttcctgtag ggcactgggg 

1895 

ctagggtcac 

agcccctaac 

tcataaagca 

atcaaagaac 

cattagaaag 

ggctcattaa 

Jiyob 

gccttttgga 

cacaggaccc 

cagagaggaa 

aaagtgactt 

gcccaaggtc 

gtaagcaagc 

2015 

tactggcatg 

gcaagagccc 

agcttcctga 

cggagcgcaa 

catttctcca 

ctgcactgtg 

2075 

ctagcagctc 

agcagggcct 

ctaacctgtg 

atgtcacact 

caagaggcct 

tggcagctcc 

2135 

tagccataga 

gcttcctttc 

cagaaccctt 

ccactgccca 

atgtggagac 

^ggggttagt 

2195 

ggggctttct 

atggagccat 

ctgctttggg gacctagacc 

tcaggtggtc 

tcttggtgtt 

2255 

agtgatgctg 

gagaagagaa 

tattactggt 

ttctactttt 

ctataaaggc 

atttctctat 

2315 

aaaaaaaaaa 

aaaa 





2329 


<210> 2 
<211> 263 
<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Leu Ala Trp Val Gin Ala Phe Leu Val Ser Asn Met Leu Leu 
-20 -15 -10 

Ala Glu Ala Tyr Gly Ser Gly Gly Cys Phe Trp Asp Asn Gly His Leu 
-5 -11 5 10 

Tyr Arg Glu Asp Gin Thr Ser Pro Ala Pro Gly Leu Arg Cys Leu Asn 
15 20 25 

Trp Leu Asp Ala Gin Ser Gly Leu Ala Ser Ala Pro Val Ser Gly Ala 
30 35 40 


Gly Asn His Ser Tyr Cys Arg Asn Pro Asp Glu Asp Pro Arg Gly Pro 
45 50 55 


Trp Cys Tyr Val Ser Gly Glu Ala Gly Val Pro Glu Lys Arg Pro Cys 
60 65 70 75 

Glu Asp Leu Arg Cys Pro Glu Thr Thr Ser Gin Ala Leu Pro Ala Phe 
80 85 90 

Thr Thr Glu lie Gin Glu Ala Ser Glu Gly Pro Gly Ala Asp Glu Val 
95 100 105 

Gin Val Phe Ala Pro Ala Asn Ala Leu Pro Ala Arg Ser Glu Ala Ala 
110 115 120 

Ala Val Gin Pro Val lie Gly lie Ser Gin Arg Val Arg Met Asn Ser 
125 130 135 

Lys Glu Lys Lys Asp Leu Gly Thr Leu Gly Tyr Val Leu Gly He Thr 
140 145 150 155 

Met Met Val He He He Ala He Gly Ala Gly He He Leu Gly Tyr 
160 165 170 

Ser Tyr Lys Arg Gly Lys Asp Leu Lys Glu Gin His Asp Gin Lys Val 
175 180 185 

Cys Glu Arg Glu Met Gin Arg He Thr Leu Pro Leu Ser Ala Phe Thr 
190 195 200 

Asn Pro Thr Cys Glu He Val Asp Glu Lys Thr Val Val Val His Thr 
205 210 215 

Ser Gin Thr Pro Val Asp Pro Gin Glu Gly Ser Thr Pro Leu Met Gly 
220 225 230 235 

Gin Ala Gly Thr Pro Gly Ala 

240 


<210> 3 

<211> 326 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Tyr Val Phe Lys Ala Gly Lys Tyr Ser Ser Glu Phe Cys Ser Thr Pro 
15 10 15 

Ala Cys Ser Glu Gly Asn Ser Asp Cys Tyr Phe Gly Asn Gly Ser Ala 
20 25 30 

Tyr Arg Gly Thr His Ser Leu Thr Glu Ser Gly Ala Ser Cys Leu Pro 
35 40 45 


Trp Asn Ser Met He Leu He Gly Lys Val Tyr Thr Ala Gin Asn Pro 
50 55 60 


Ser Ala Gin Ala Leu Gly Leu Gly Lys His Asn Tyr Cys Arg Asn Pro 
65 70 75 80 


Asp Gly Asp Ala Lys Pro Trp Cys His Val Leu Lys Asn Arg Arg Leu 
85 90 95 

Thr Trp Glu Tyr Cys Asp Val Pro Ser Cys Ser Tlir Cys Gly Leu Arg 
100 105 110 

Gin Tyr Ser Gin Pro Gin Phe Arg lie Lys Gly Gly Leu Phe Ala Asp 
115 120 125 

lie Ala Ser His Pro Trp Gin Ala Ala lie Phe Ala Lys His Arg Arg 
130 135 140 

Ser Pro Gly Glu Arg Phe Leu Cys Gly Gly lie Leu lie Ser Ser Cys 
145 150 155 160 

S Trp lie Leu Ser Ala Ala His Cys Phe Gin Glu Arg Phe Pro Pro His 

Q 165 170 175 

Si His Leu Thr Val He Leu Gly Arg Thr Tyr Arg Val Val Pro Gly Glu 

180 185 190 


^1 

m 


Glu Glu Gin Lys Phe Glu Val Glu Lys Tyr He Val His Lys Glu Phe 
195 200 205 

Asp Asp Asp Thr Tyr Asp Asn Asp He Ala Leu Leu Gin Leu Lys Ser 


H 210 215 220 


Asp Ser Ser Arg Cys Ala Gin Glu Ser Ser Val Val Arg Thr Val Cys 

225 230 235 240 

Leu Pro Pro Ala Asp Leu Gin Leu Pro Asp Trp Thr Glu Cys Glu Leu 
245 250 255 

Ser Gly Tyr Gly Lys His Glu Ala Leu Ser Pro Phe Tyr Ser Glu Arg 
260 265 270 

Leu Lys Glu Ala His Val Arg Leu Tyr Pro Ser Ser Arg Cys Thr Ser 
275 280 285 

Gin His Leu Leu Asn Arg Thr Val Thr Asp Asn Met Leu Cys Ala Gly 
290 295 300 

Asp Thr Arg Ser Gly Gly Pro Gin Ala Asn Leu His Asp Ala Cys Gin 
305 310 315 320 

Gly Asp Ser Gly Gly Pro 
325 


5 


<210> 4 

<211> 252 

<212> DNA 

<213> Homo sapiens 


<220> 

<221> misc_f eature 

<222> (91) . . (91) 

<223> n equals a, t, g or c 

<220> 

<221> misc__f eature 
<222> (185) . . (185) 
<223> n equals a, t, g or c 


<400> 4 

... , attgcactga gcattccact taggaagagg atagagaagg afcctgctccg cctttggcca 60 

caggagcaga ggcagacctg ggatgcccca ntttctcttc agggatggat agtgacctgt 120 
m cttcattttg cacaggtaag agagtagtta gctaacctat gggaattata ctgtggggcc 180 

rs 

ttgtnagctg cttctaagag gctaacctgg aaactaagct cagaggcaag gtaataaagc 240 

ifi 

y[ acttcagggc tt 252 

W <210> 5 

H <211> 247 

fU <212> DNA 

^ <213> Homo sapiens 


<400> 5 

atagagaaat gcctttatag aaaagtagaa accagtaata ttctcttctc cagcatcact 60 
aacaccaaga gaccacctga ggtctaggtc cccaaagcag atggctccat agaaagcccc 120 
actaacccgt ctccacattg ggcagtggaa gggttctgga aaggaagctc tatggctagg 180 
agctgccaag gcctcttgag tgtgacatca caggttagag gccctgctga gctgctagca 240 
cagtgca 247 


<210> 6 

<211> 510 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (10) . . (10) 

<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 

<222> (46) . . (46) 

<223> n equals a, t, g or c 


6 


220> 

221> misc^feature 
<222> (68) . . (68) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (115) . . (115) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (222) . . (222) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (247) . . (247) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (251) , . (251) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (253) . . (253) 
<223> n equals a, t, g or c 

<220> 

<221> misc__feature 
<222> (262) . . (262) 
<223> n equals a, t, g or c 

<220> 

<221> misc^feature 
<222> (265) . . (265) 
<223> n equals a, t, g or c 

<220> 

<221> misc^feature 
<222> (289) . . (290) 
<223> n equals a, g or c 

<220> 

<221> mis cofeature 
<222> (294) . . (294) 
<223> n equals a, t, g or 

<220> 

<221> misc_feature 
<222> (298) . . (299) 
<223> n equals a, t, g or 

<220> 

<221> Tnisc_f eature 
<222> (303) . . (303) 
<223> n equals a, t, g or 


<220> 

<221> misc_f eature 
<222> (318) . . (318) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (320) . . (320) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (323) . . (323) 
<223> n equals a, t, g or c 

<220> 

H= <221> misc_feature 

G <222> (342) . . (343) 

Q <223> n equals a, g or c 

in 

%A <22 0> 

<221> misc_feature 
U' <222> (351) . . (351) 

'r^ <223> n equals a, t, g or c 

^ <220> 

M <221> misc_feature 

M <222> (359) , . (359) 

fy <223> n equals a, t, g or c 

<220> 

K <221> misc_feature 

<222> (362) . . (363) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (369) . . (369) 
<223> xi equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (389) . . (390) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (394) . . (395) 
<223> n equals a, g or c 

<220> 

<221> misc_f eature 
<222> (397) . . (398) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (401) . . (401) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (414) . . (414) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (429) . . (429) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (432) . . (433) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (435) . . (435) 
<223> n equals a, t, g or c 

<220> 

<221> tnisc__feature 
<222> (441) . . (441) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (444) . . (444) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (446) . . (446) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (457) - . (457) 
<223> n equals a, t, g or c 

<220> 

<221> mis cofeature 
<222> (459) . . (459) 
<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 
<222> (462) . . (462) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (466) . . (466) 
<223> n equals a, t, g or c 


<220> 

<221> misc_f eature 
<222> (475) . . (475) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (480) . . (480) 
<223> n equals a., t, g or c 

<220> 

<221> misc^feature 

<222> (491) . . (491) 

<223> n equals a, t, g or c 

<220> 

1=5: <221> misc_feature 

p <222> (505) . . (505) 

^ <223> n equals a, t, g or c 

m 


in 


<400> 6 
aattcggcan 

agagtaacag 

cataacaagg 

gtaggtctga 

ctgcangctg 

ggactgggag 

60 

gcagagcnac 

gccaaggggg 

cctcggttaa 

acactggtcg 

ttcaatcacc 

tgcanaacga 

120 

gS^ggcaagg 

atgctgttgg 

cctgggtaca 

gcattcctgg 

tcagcaacat 

gctcctagcg 

180 

taagcctatg 

gatctggagg 

ctgtttctgg 

gacaacggcc 

anctgtaccc 

ggaggaccag 

240 

accttcnccg 

ngnccggtcc 

tncgntgcct 

caactggctg 

gacgcgcann gggnctgnnc 

300 

ctngggcccc 

cttttcgngn 

tcnaaatttc 

acagtttact 

tnncgaaacc 

ngggacggng 

360 

gimccgtgng 

gggccctggt 

ggttagttnn 

tggnngnngt 

iicgggttttc 

ttanaaaaag 

420 

gtttttggng 

gnncncggtt 

nttncnggaa 

ccatttncng 

gnttgnaatt 

ttttnagggn 

480 

aaatttcagg 

nagtttttta 

agggnccatt 




510 


<210> 7 

<211> 409 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (5) . . (5) 

<223> n equals a, t, g or c 

<220> 

<221> Tnisc_f eature 

<222> (92) . . (92) 

<223> n equals a, t, g or c 
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<220> 

<221> misc_f eature 
<222> (225) . . (225) 
<223> n equals a, t, g or c 


<220> 

<221> mi sc_f eature 
<222> (256) . . (256) 
<223> n equals a, t, g or c 


<220> 

<221> tnisc_f eature 
<222> (267) . . (267) 
<223> n equals a, t, g or c 


<220> 

<221> mis cofeature 
<222> (346) . . (346) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (356) . . (356) 
<223> n equals a, t, g or c 


<220> 

<221> misc_f eature 
<222> (362) . . (362) 
<223> n equals a, t, g or c 

<220> 

<221> mis cofeature 
<222> (364) . . (364) 
<223> n equals a, g or c 

<220> 

<221> misc_feature 
<222> (398) . . (398) 
<223> n equals a, t, g or c 

<400> 7 4- 
ggcanagttg cagaactgga aacgagtttg tacagaagtc agaactttgg gttaggaatg 60 

agatctaggt tgtggctgct ggtatgcttc anttgctggc aataatgtgc cttgacaacc 120 

gtgggccagg cctgggacca gggactcttc ctgtttcata aggaaaggaa gaattgcact 180 

gagcattcca cttaggaaga ggatagagca aggaatctgc tccgnctttg gccacaggag 240 

cagaggcaga cctggngatg ccccagnttc tctttcaggg atgggatagt gacctgtctt 300 

acattttgca caggtaaaga gagttagtta gctaacctat tgggcnttta ttactntggg 360 

gncnttgtga gctgcttttt aagaggttaa cctggaanct aaagttcag 409 
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<210> 8 

<211> 358 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<222> (11) . . (11) 

<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 

<222> (31) . . (31) 

<223> n equals a, t, g or c 

<220> 

<221> misc__f eature 

<222> (53) . - (54) 

<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 
<222> (58) . . (58) 

<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (101) . . (101) 
<223> n equals a, t, g or c 

<220> 

<221> mis cofeature 
<222> (106) . . (106) 
<223> n equals a, t, g or c 

<220> 

<221> misc_f eature 
<222> (145) . . (145) 
<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 
<222> (179) . . (179) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (219) . . (219) 
<223> n equals a, t, g or c 

<220> 

<221> mi sc_f eature 
<222> (234) . . (234) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (240) . . (240) 
<223> n equals a, t, g or c 


<220> 

<221> misc_f eature 
<222> (268) . . (268) 
<223> n equals a, t, g or c 


<220> 

<221> mi sc_f eature 
<222> (290) . . (290) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 

<222> (295) . . (295) 

<223> n equals a, t, g or c 


<220> 

<221> mi sc__f eature 

£ <222> (297) . . (299) 

M <223> n equals a, t, g or c 

m <220> 

m <221> misc_feature 

^ <222> (304) . . (304) 

Ifl <223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (308) . . (308) 
<223> n equals a, t, g or c 


1^ 
id 
m 


<220> 

<221> misc_feature 
<222> (315) . . (315) 
<223> n equals a, t, g or c 


<220> 

<2 21> mi sc_f eature 
<222> (322) . . (323) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (354) . . (354) 
<223> n equals a, t, g or c 


<400> 8 

taattcggca nagggacagg tctgactgca 
agggggcctc ggttaaacac tggtcgttca 
gttggcctgg gtacaagcat tcctngtcag 
tctgggaggc tgtttctggg acaacggcca 
gccgggcctt ccgtggcctt caattggntt 
cccntttntg ggggnaaaat tnnacaagtt 


ngctgggact gggaggcaga gcnncgtnca 60 
atcacctgca nacgangagg caaggatgct 120 
caacatgctc ctagcagaaa gcctatggna 180 
cctgtaccng gaggaccaga cctnccccgn 240 
tgacgtggca aaggggcttn gtctngngnn 3 00 
ttaattgtcc cggaaaacct ggangagg 358 


13 


<210> 9 

<211> 499 

<212> DNA 

<213> Homo sapiens 


<220> 

<221> mis cofeature 
<222> (186) . . (186) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (228) . . (228) 
<223> n equals a, g or c 

<220> 

<221> misc_feature 

<222> (249) . . (249) 
<223> n equals a, t, g or c 

tM <220> 

SJ <221> misc_feature 

S <222> (292) . . (292) 

m <223> n equals a, t, g or c 

1=1: 

' <220> 

<221> misc_feature 
<222> (296) . . (296) 
H= <223> n equals a, t, g or c 

m 

m <220> 
O <221> misc_feature 

<222> (328) . . (329) 
<223> n equals a, g or c 


<220> 

<221> misc_feature 
<222> (345) . . (345) 
<223> n equals a, g or c 


<220> 

<221> misc_feature 
<222> (363) . . (363) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (366) . . (366) 
<223> n equals a, t, g or c 


<220> 

<221> misc_feature 
<222> (376) . . (376) 
<223> n equals a, t, g or c 
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<220> 

<221> misc_feature 
<222> (388) , . (388) 
<223> n equals a, t, g or 

<22 0> 

<221> misc_f eature 
<222> (397) . . (397) 
<223> n equals a, t, g or 

<220> 

<221> inisc_f eature 
<222> (406) . . (406) 
<223> n equals a, t, g or 

<220> 

<221> misc_f eature 
<222> (408) . . (408) 
<223> n equals a, t, g or 

<220> 

<221> Tnisc_f eature 
<222> (410) . . (410) 
<223> n equals a, t, g or 

<220> 

<221> misc_f eature 
<222> (413) . . (413) 
<223> n equals a, t, g or 

<220> 

<221> misc_f eature 
<222> (435) . . (437) 
<223> n equals a, t, g or 

<220> 

<221> misc__f eature 

<222> (440) . . (440) 

<223> n equals a, t, g or 

<220> 

<2 21> misc_f eature 
<222> (446) . . (446) 

<223> n equals a, t, g or 
<220> 

<221> mi sc_f eature 
<222> (454) . . (454) 
<223> n equals a, t, g or 

<220> 

<221> mi sc_f eature 
<222> (467) . . (467) 
<223> n equals a, t, g or 

<220> 

<221> misc_feature 
<222> (475) . . (475) 
<223> n equals a, t, g or 


<220> 

<221> misc_f eature 
<222> (488) . . (489) 
<223> n equals a, t, g or c 

<400> 9 

aattcggcag agggagaggg agatgcagcg aatcactctg cccttgtctg ccttcaccaa 60 
ccccacctgt gagattgtgg atgagaagac tgtcgtggtc cacaccagcc agactccagt 120 
tgaccctcag gagggcagca ccccccttat gggaccaggc cggggactcc tggggcctga 180 
gccccnccag tggggcagga gccatggcag acactggtgc aggacagncc accctcctta 240 
cagctaggng ggaactacca ctttgtgttt ctggtttaaa accctaccac tncccnggat 300 
tttttggcgg attccttagt taagagtnna cagaagcagg tgggncctat ggcttggagg 360 
gtnaanggtg gggtangggt tcctaaanag tgggttnctt ggttgncntn ccntgggagg 420 
aagattttgg ttttnnnggn tggggnacag tggncagttt ccacagngtt gttgntgtta 480 
aggggttnnc aaaaaattg 

<210> 10 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis cofeature 

<222> (25) . . (25) 

<223> n equals a, g or c 

<220> 

<221> misc_feature 
<222> (222) . . (222) 
<223> n equals a, t, g or c 

<220> 

<221> misc_feature 
<222> (292) . . (292) 
<223> n equals a, g or c 

<400> 10 

gggcacgaga tgaactccaa ggagnaaaaa ggacctggga actctgggta tgacggtccc 60 
ccacccctgc ccttgttggg attcatcaag agatgtcatt tgctgattgt ctagggtgtg 120 
gctaatggga ccttgtgtcc tatccttggc aggctacgtg ctgggcatta ccatgatggt 180 
gatcatcatt gccatcggag ctggcatcat cttgggctac tnctacaaga ggtcagtagc 240 
ttctcttctg ggccctctta ggaggagggg aggaaggtac acaaagtcaa anct 294 
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<210> 11 
<211> 28 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains an Afl III restriction site 

<400> 11 

ggccgacatg tctggaggct gtttctgg 


<210> 12 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains a Hind III restriction site 

<400> 12 

ggcggaagct tattaggccc caggagtccc ggc 


<210> 13 
<211> 36 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains a Bam HI restriction enzyme site and an efficient 
signal for initiation of translation in eukaryotic cells (Kozak, 
M., J. Mol. Biol. 196:947-950 (1987)) 

<400> 13 

ggccgggatc cgccatcatg ctgttggcct gggtac 


<210> 14 
<211> 35 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains an Asp 718 restriction site 
<400> 14 

ggccgggtac cttattaggc cccaggagtc ccggc 


<210> 15 
<211> 36 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains a Bam HI site, a Kozak sequence, and an AUG 
start codon 
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<400> 15 

ggccgggatc cgccatcatg ctgttggcct gggtac 


36 


<210> 16 
<211> 35 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains an Asp 718 restriction site 
<400> 16 

ggccgggtac cttattaggc cccaggagtc ccggc 


<210> 17 

<211> 733 

<212> DNA 

<213> Homo sapiens 

<400> 17 

gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc ccagcacctg 60 
aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac accctcatga 120 
tctcccggac tcctgaggtc acatgcgtgg tggtggacgt aagccacgaa gaccctgagg 180 
tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 240 
aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcct.g caccaggact 300 
ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca acccccatcg 360 
agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 420 
catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 480 
atccaagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 54 0 
ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 600 
acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 660 
acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat "^33 


<210> 18 
<211> 86 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains 18bp of sequence complementary to the SV40 
early promoter sequence flanked with an Xhol site 
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<400> 18 

gcgcctcgag atttccccga aatctagatt tccccgaaat gatttccccg aaatgatttc 60 
cccgaaatat ctgccatctc aattag 86 


<210> 19 
<211> 27 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> complementary to the SV4 0 promoter and flanked with a 
Hind III site 

<400> 19 

gcggcaagct ttttgcaaag cctaggc 27 


<210> 20 
<211> 271 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> artificial sequence from B -gal : promoter plasmid 
<400> 20 

ctcgagattt ccccgaaatc tagatttccc cgaaatgatt tccccgaaat gatttccccg 60 
aaatatctgc catctcaatt agtcagcaac catagtcccg cccctaactc cgcccatccc 120 
gcccctaact ccgcccagtt ccgcccattc tccgccccat ggctgactaa ttttttttat 180 
ttatgcagag gccgaggccg cctcggcctc tgagctattc cagaagtagt gaggaggctt 240 
ttttggaggc ctaggctttt gcaaaaagct t 271 


<210> 21 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer for EGR-1 promoter sequence 
<400> 21 

gcgctcgagg^ gatgacagcg atagaacccc gg 32 


<210> 22 
<211> 31 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> primer for EGR~1 promoter sequence 
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<400> 22 

gcgaagcttc gcgactcccc ggatccgcct c 


31 


<210> 23 
<211> 73 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains four tandem copies of the NF-KappaB binding 
site, 18 bp of sequence complementary to the 5' end of the 
3SV40 early promoter sequence, and flanked with an Xhol site 

<400> 23 

gcggcctcga ggggactttc ccggggactt tccggggact ttccgggact ttccatcctg 60 
ccatctcaat tag '^^ 


<210> 24 
<211> 256 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> artificial sequence from pB- gal -.promoter plasmid 
<400> 24 

ctcgagggga ctttcccggg gactttccgg ggactttccg ggactttcca tctgccatct 60 
caattagtca gcaaccatag tcccgcccct aactccgccc atcccgcccc taactccgcc 12 0 
cagttccgcc cattctccgc cccatggctg actaattttt tttatttatg cagaggccga 180 
ggccgcctcg gcctctgagc tattccagaa gtagtgagga ggcttttttg gaggcctagg 24 0 
cttttgcaaa aagctt 


<210> 25 
<211> 36 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> contains a BamHI restriction site 
<400> 25 

cgaagaggga tccatgctgt tggcctgggt acaagc 36 


<210> 26 
<211> 40 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> contains an Xbal restriction site 
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<400> 26 

gccggctcta gatcagacgt agcaccaggg cccgcgcggg 


<210> 27 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> contains an Xbal restriction site 

<400> 27 

cactggtcta gatcaggccc caggagtccc ggc 


<210> 28 
<211> 6 
<212> PRT 

<213> Artificial sequence 
<220> 

<223> signature pattern of a kr ingle domain 

<220> 

<221> MISC_FEATURE 
<222> (1) 

<223> Xaa equals Phe or Tyr 

<220> 

<221> MISC_FEATURE 
<222> (6) 

<223> Xaa equals Asp or Asn or Arg 

<400> 28 

Xaa Cys Arg Asn Pro Xaa 
1 5 


<210> 29 
<211> 33 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> primer for subcloning 
<400> 29 

ggctcgcata tgtctggagg ctgtttctgg gac 


<210> 30 
<211> 40 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer for subcloning 
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<400> 30 

gcgcatggta ccttattagt cctttttctc cttggagttc 


40 


<210> 31 
<211> 12 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> NF-KappaB binding site 

<400> 31 ^2 
ggggactttc cc 


m. 
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